Our paper demonstrated the cell-autonomous and non-cell-autonomous effects of oncogene signaling in tumor and stromal cells using a proteomic approach. It has come to our attention that Data S1, which summarized our proteomic and phosphoproteomic data, included two sets of errors. In the tab related to Figure 3E , the data were labeled as representing log2-transformed ratios but were erroneously formatted to represent natural ratios. These numbers have now been changed to represent log2-transformed ratios. In the tab related to Figure 5 , a copying error from our proteomics software caused the 6H time values to be incorrectly displayed. These values have also now been corrected. The values represented in the corrected version of Data S1 were the ones that had been used in our analyses throughout the paper, so the conclusions and figures in the paper remain unchanged.
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